Background: Extended-spectrum beta-lactamases (ESBLs) represents a significant and rapid emerging problem around the world. Nowadays, antibiotic resistance determinants are prevalent in both hospital and community strains of Gram-negative enteric bacteria.
Background
KLebsiella pneumoniae is a member of the Enterobacteriaceae family. K. pneumoniae is ubiquitous in nature and can be found in natural environments and on mucosal surfaces of mammals. This microorganism is an opportunistic bacterial pathogen that results in urinary tract infections in humans commonly [1, 2] . Antibiotic resistance is a growing concern that threatens the effective treatment of infectious diseases. Extended-spectrum beta-lactamases (ESBLs) are bacterial plasmid encoded enzymes that cause bacterial resistance against the penicillins, the first, second and third generation cephalosporins, as well as aztreonam by hydrolyzing these antibiotics. ESBLs are inhibited by beta-lactamase inhibitors such as clavulanic acid [3] . ESBL-producing isolates are commonly resistant to multiple antibiotics used for treating infections resulted from Gram-negative bacteria [4] .
Spreading of ESBLs among clinical isolates of Enterobacteriaceae and especially K. pneumoniae strains has become a worldwide problem [5] . ESBLs have been extensively identified as a vital threat among multidrugresistant bacterial isolates [6] . Nowadays, ESBLs are prevalent in K. pneumoniae strains isolated from both inpatients and outpatients. Several studies have been conducted in Iran to determine the prevalence of ESBLs in hospital strains of K. pneumoniae [7] [8] [9] [10] [11] .
Objectives
The present investigation was carried out to study the prevalence of ESBLs among K. pneumoniae strains isolated from outpatients with urinary tract infection by phenotypic tests.
Materials and Methods
In this sectional-descriptive study, 87 unrepeated clinical strains of K. pneumoniae were isolated from collected urine samples of young women with urinary tract infection. All patients were referred to microbiology laboratories of three major hospitals regard to their urogenital symptoms. None had any history of hospitalization. The bacterial isolates were recognized using usual biochemical tests [2] . Standard bacterial strains including K. pneumoniae ATCC 700603 as positive control as well as Escherichia coli ATCC 25922 and Pseudomonas aeruginosa ATCC 27853 as negative control in antibiotic susceptibility testing were prepared from american type culture collection center.
To determine the antimicrobial susceptibility of isolates, all isolates were plated on Mueller-Hinton agar and their susceptibilities to 16 different antibiotics were tested by Kirby-Bauer disk diffusion assay and the results were interpreted according to the clinical and laboratory standards institute (CLSI) procedure [12] For screening ESBL-producing isolates, the CLSI confirmatory test was done by disk diffusion method with disks containing ceftazidime (30 µg) and ceftazidime/clavulanic acid (30/10 µg), as well as cefotaxime (30 µg) and cefotaxime/clavulanic acid (30/10 µg) [12] .
Minimum inhibitory concentration (MIC)-values of four antibiotics consist of cefotaxime, ceftazidime, ceftriaxone and cefpodoxime were determined for isolates with ESBLs positive phenotype by the E-test method (Liofilchem MIC test strips, Italy). Concentration gradient for cefotaxime was 0.002-32 µg/mL, and for ceftazidime, ceftriaxone and cefodoxime were 0.016-256 µg/mL. Interpretive criteria were as per the E-test manufacturer's guidelines and CLSI. E. coli ATCC 25922 was used as quality control for MIC test strips [13] .
All descriptive statistical analyses were performed by applying the SPSS-18 and Excel 2013 software.
Results
The pattern of antibiotic resistance of all isolates for 16 different antibiotic agents was demonstrated in Table 1 .
In initial disk diffusion test of isolates for cefotaxime, ceftazidime, ceftriaxone, cefpodoxime and aztreonam, 23 (26.4%) isolates have shown reduced sensitivity among which 20 (22.9%) isolates were passed the CLSI confirmatory test (combination disk), thus recognized as ESBLsproducers. The disk diffusion assay for ESBL-producer isolates revealed that all isolates had multidrug resistance. Table 2 .
Characteristics of these isolates as well as their MIC-values for utilized antibiotics were demonstrated in

Discussion
K. pneumoniae is one of the major ESBLs-producing bacteria. The highest prevalence of ESBLs-producing K. pneumoniae is seen in Asian countries including Iran. Our results showed that 22.9% of K. pneumoniae strains isolated from outpatients produced the ESBLs. In our previous study, the prevalence of ESBLs among K. pneumoniae strains isolated from inpatients was 40.78% [10] .
In comparison to prior results, the prevalence of ESBLs among strains isolated from outpatients was almost half of the frequency of these enzymes in the strains isolated from inpatients; hence, this is a great risk to this region.
All isolates were resistant to amoxicillin. No isolates were resistant to imipenem and colistin sulfate. In addition, among the tested strains, the lowest antibiotic resistance (under 10%) was observed to amikacin, gentamicin and ciprofloxacin, respectively. Therefore, regarding to the side effects of imipenem and colistin sulfate, it can be said these antibiotics (aminoglycosides and fluoroquinolones) are the best therapeutic options for treatment of outpatients with urinary tract infection in Zahedan.
Our finding suggests that ESBLs-producing bacteria have found their way out of the hospital and this is a great danger to the society. Epidemiological studies propose that the progressive extensive use of third-generation cephalosporins is a major risk factor that contributed to the emergence of ESBLs-producing K. pneumoniae [1] . Antibiotic overuse in humans and animals, hospital crossinfection, the food chain, trade and human migration appears to play a role in recent spreading of ESBLs outside hospitals, although the role of these factors is unclear and is related to specific epidemiological situations [14] . Our study shows that of 16 antibiotics tested, the ESBLsproducing strains were resistant to the minimum andmaximumnumberof 6 and 12 antibiotics, respectively. These results propose the transfer of multi-drug resistance plasmids among Gram-negative bacteria [1] , thus endangering the treatment of infections caused by these strains. In conclusion, our results indicate that the ESBLs have been developed in both bacterial strains isolated from inpatients or outpatients in this region and health care system should have more control over the use of these antibiotics. In this study, we did not perform genetic experiments for epidemiology purposes, and this is the limitation of our study.
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